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Supplementary Figure 1. Antigen recognition by lung and spleen cells from M.tb

infected animals.
a. Experimental schema. Lung and spleen cells from infected animals were stimulated with

different antigens. The percentage of CD4+ and CD8+ T cells releasing IFNy/TNFa&/IL2 in
the b-c. lungs and in the d-e. spleens of M.tb infected BALB/c and in the f-g. lungs and h-i.
spleens of M.tb infected C57BL/6 mice 4 weeks post infection is shown. Each bar
represents the pooled response from five animals.
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Supplementary Figure 2: Ranking of M.tb antigens based on recognition by spleen and lung cells from M.tb infected BALB/c and
C57BL/6 mice.
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Supplementary Figure 3: CD4+ and CD8+ T cell responses post ChAdOx1. PE3
and Ag85A immunisation. a.-b. Balb/c and c.-d. C57BL/6 mice were vaccinated
with ChAdOx.PE3 and ChAdOx1.85A intradermally. The percentage of CD4+ and
CD8+ T cell secreting cytokines were measured two weeks post vaccination. Bar
represents the median value of five mice per group and the line the interquartile
range.
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Supplementary Figure 4. Epitope mapping performed after administration of
the different ChAdOx1. vaccines. Detailed epitope mapping was performed, by
measuring antigen-specific IFNy responses, two weeks post i.d. a. ChAdOx1.PPE15, b.
ChAdOx1.PPE51, c¢. ChAdOx1.PE3 or d. ChAdOx1.PE12 vaccination in Balb/c,
C57BL/6 and CB6F1 mice. Pooled splenocytes from three vaccinated animals were
stimulated with individual 15-mer peptides overlapping by 11 amino acids. Peptide
stimulations were performed in duplicate and each dotrepresents the average.

F1 = blackcircles, Balb/c = blue squares and C57BL/6 = red triangles.
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Supplementary Figure 5 CD4+ or CD8+ restriction of immunodominant PPE15 and PPE51 epitopes
Flow cytometry was used to test whether immunodominant peptides were restricted by CD4+ or CD8+ T
cells in splenocytes from i.d. vaccinated A. BALB/c and B. C57BL/5 for C-D ChAdOx1.PPE15 and E-H for
ChAdOx1.PPE51. Each circle represents one animal and the line the median value.
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Supplementary Figure 6. CD4+ and CD8+ T cells in the lung parenchyma after
Ln. or i.d. ChAdOx1.PPE15. Absolute number of tetramer positive a. CD4+ and

b. CD8+T cells in the lung parenchyma (CD45-). Number of tetramer positive c. CD4+
and d. CD8+ T cells in the parencyma that are CXCR3+ KLRG1-. Each dot represents
one animal and the line the median value for each group. n=5 mice.

**p<0.01, ***p<0.001, ****p<0.0001
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